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Clinical & Research Interests

Physician-scientist with a clinical focus in gastrointestinal medical oncology. My research develops AI 

foundation models for the cancer genome (large-scale deep learning systems trained on tumor sequencing 

data) to guide treatment selection in solid tumors, with active applications in colorectal and pancreatic cancer. 

Co-mentored at Weill Cornell by Dr. Manish A. Shah (GI Medical Oncology) and Dr. Olivier Elemento 

(Director, Englander Institute for Precision Medicine). Trained as an MD/PhD under Dr. Drew M. Pardoll at 

the Johns Hopkins Bloomberg~Kimmel Institute for Cancer Immunotherapy, where I developed DeepTCR, 

among other AI and machine learning models, for predicting response to checkpoint blockade from immune 

repertoires.

Research Program

Previous work. My PhD under Dr. Drew M. Pardoll at Johns Hopkins was devoted to developing and refining 

an AI and machine learning skill set across a broad range of clinical and translational data, including T-cell 

receptor sequencing (DeepTCR, ImmunoMap), single-cell flow cytometry and RNA-seq (ExCYT), HLA/peptide-

binding prediction (AI-MHC), and histopathology imaging (DeepAPL). This period established the technical 

foundation I now apply to oncology.

Current work. As a fellow at Weill Cornell, I have focused this skill set on the complex cancer genome. My 

work centers on developing a foundation model for the cancer genome and demonstrating its utility for 

tumor-type classification, prognostic stratification, and predictive biomarkers of treatment response, 

with active applications in metastatic colorectal and pancreatic cancer. Supported by the 2026 ASCO Young 

Investigator Award and the Weill Cornell × Mastercard AI / Big Data Seed Grant.

Future directions. My long-term goal is to translate AI methods into tools that guide clinical care in precision 

oncology. I hope to combine high-throughput ex-vivo validation, particularly patient-derived organoids, with 

the rational design of clinical trials that prospectively test AI-derived biomarkers to guide treatment 

selection in patients.

Education & Training

NewYork-Presbyterian / Weill Cornell Medicine · New York, NY 2024 – Present
Clinical Fellow, Hematology & Medical Oncology
Co-mentors: Manish A. Shah, M.D. (GI Medical Oncology) and Olivier Elemento, Ph.D. (Director, Caryl and Israel 
Englander Institute for Precision Medicine)
Weekly GI oncology continuity clinic with Dr. Shah, Jan 2025 – present
Clinical & research focus: gastrointestinal malignancies

Icahn School of Medicine at Mount Sinai · New York, NY 2021 – 2024
Resident, Internal Medicine (Research Track)

Johns Hopkins University School of Medicine · Baltimore, MD 2012 – 2021
M.D. (2021); Ph.D. in Biomedical Engineering, Whiting School of Engineering (2021)
Thesis advisor: Drew M. Pardoll, M.D., Ph.D.
Bloomberg~Kimmel Institute for Cancer Immunotherapy

Johns Hopkins Whiting School of Engineering · Baltimore, MD 2011 – 2012
M.S.E., Biomedical Engineering, Center for Bioengineering, Innovation, and Design
Medtronic Graduate Fellow
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https://scholar.google.com/citations?user=b1h3Ha4AAAAJ
https://github.com/sidhomj
https://www.linkedin.com/in/john-william-sidhom-md-phd-b685abb/


University of Michigan, College of Engineering · Ann Arbor, MI 2007 – 2011
B.S.E., Biomedical Engineering, summa cum laude
Minor in Mathematics · Certificate of Entrepreneurship

Academic Appointments

Clinical Fellow in Hematology & Medical Oncology, NYP–Weill Cornell Medicine 2024 – Present
Internal Medicine Resident (Research Track), Icahn School of Medicine at Mount Sinai 2021 – 2024
Visiting Scholar, Microsoft Research (MSR–Johns Hopkins collaboration), Cambridge, MA 2019

Grants & Funding

Current
PI, 2026 ASCO Young Investigator Award · Conquer Cancer, the ASCO Foundation 2026 · $50,000
Foundation model for the cancer genome.

PI, AI / Big Data Seed Grant · Weill Cornell Medicine × Mastercard Collaborative 2026 · $50,000
Foundation model for the cancer genome.

Past
Medtronic Graduate Fellowship · Johns Hopkins CBID 2011 – 2012

Honors & Awards

Research & scientific
Young Investigator Award, Conquer Cancer / ASCO Foundation 2026
AI / Big Data Seed Grant, Weill Cornell × Mastercard Collaborative 2026
1st Place, Nachman Young Fellows Award, Weill Cornell Department of Medicine 2025
Scholar-in-Training Award, AACR Annual Meeting 2025
Young Investigator Travel Award, Society for Immunotherapy of Cancer (SITC) 2021
Young Investigator Travel Award, SITC 2018
Young Investigator Travel Award, SITC 2016
Paul & Daisy Soros Fellowship (Finalist) 2013

Training fellowships
Medtronic Graduate Fellowship, Johns Hopkins CBID 2011

Undergraduate · University of Michigan
Michigan Daily Student of the Year · James B. Angell Scholar · summa cum laude 2011
Dean’s List & University Honors (multiple terms) 2007 – 2011

Entrepreneurship (selected)
CryoPop: 1st Place, BMEIdea; 1st Place, JHU Business Plan Competition (Social Enterprises); Women’s 

Health Innovations Award, Rice Business Plan Competition; NCIIA E-Team Grant

2012

OrthoPure: NCIIA E-Team Grant 2012
Magnetic Ventures: Michigan Business Challenge “Most Successful Undergraduate Team” 2010
Magnetic Ventures: NCIIA E-Team Grant 2009

Peer-Reviewed Publications

6,554 citations · h-index 17 · i10-index 22 Google Scholar, April 2026

Selected Publications
Sidhom JW, Baras AS, Elemento O, Shah MA. A foundation model for the cancer genome. bioRxiv 2026.05.27.728319. 

2026. In review.
Sidhom JW, Larman HB, Pardoll DM, Baras AS. DeepTCR is a deep learning framework for revealing sequence 

concepts within T-cell repertoires. Nature Communications. 2021;12(1):1605.
Sidhom JW, Oliveira G, Ross-MacDonald P, Wind-Rotolo M, Wu CJ, Pardoll DM, Baras AS. Deep learning reveals 

predictive sequence concepts within immune repertoires to immunotherapy. Science Advances. 

2022;8(37):eabq5089.
Anaya J, Sidhom JW, Mahmood F, Baras AS. Multiple-instance learning of somatic mutations for the classification of 

tumour type and the prediction of microsatellite status. Nature Biomedical Engineering. 2024;8(1):57–67.
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Sidhom JW, Siddarthan IJ, Lai BS, Luo A, Hambley BC, Bynum J, Duffield AS, Streiff MB, Moliterno AR, Imus PH, 

Gocke CB, Gondek LP, DeZern AE, Baras AS, Kickler TS, Levis MJ, Shenderov E. Deep learning for diagnosis of 

acute promyelocytic leukemia via recognition of genomically imprinted morphologic features. npj Precision 

Oncology. 2021;5(1):38.
Sidhom JW, Bessell CA, Havel JJ, Kosmides A, Chan TA, Schneck JP. ImmunoMap: A novel bioinformatics tool for T-

cell repertoire analysis. Cancer Immunology Research. 2018;6(2):151–162.

Complete List, by Year

2026
Venkatesh D, Maniyar RR, Mangarin LM, Thach D, Wang Q, Shi T, Sidhom JW, Pal Chaudhuri T, Ortega Ruiz M, 

George M, Morgado Palacin L, Takiyeddine I, Wester A, Bah MA, Ahmed A, Luksza M, Stockwell BR, Wolchok JD, 

Merghoub T. CD40 agonism unlocks ferroptosis as a strategy to drive anti-tumor immunity. In review.

2024
Kidman J, Zemek RM, Sidhom JW, Correa D, Principe N, Sheikh F, Fear VS, Forbes CA, Chopra A, Boon L, Zaitouny 

A, de Jong E, Holt RA, Jones M, Millward MJ, Lassmann T, Forrest ARR, Nowak AK, Watson M, Lake RA, 

Lesterhuis WJ, Chee J. Immune checkpoint therapy responders display early clonal expansion of tumor infiltrating 

lymphocytes. Oncoimmunology. 2024;13(1):2345859.
Chen S, McMiller TL, Soni A, Succaria F, Sidhom JW, Cappelli LC, Casciola-Rosen LA, Morales IR, Sankaran P, 

Berger AE, Deutsch JS, Zhu QC, Anders RA, Hooper JE, Pardoll DM, Lipson EJ, Taube JM, Topalian SL. Comparing 

anti-tumor and anti-self immunity in a patient with melanoma receiving immune checkpoint blockade. Journal of 

Translational Medicine. 2024.
Anaya J, Sidhom JW, Mahmood F, Baras AS. Multiple-instance learning of somatic mutations for the classification of 

tumour type and the prediction of microsatellite status. Nature Biomedical Engineering. 2024;8(1):57–67.

2023
Anaya J, Sidhom JW, Cummings CA, Baras AS. Probabilistic mixture models improve calibration of panel-derived 

tumor mutational burden in the context of both tumor-normal and tumor-only sequencing. Cancer Research 

Communications. 2023;3(3):501–509.

2022
Sidhom JW, Oliveira G, Ross-MacDonald P, Wind-Rotolo M, Wu CJ, Pardoll DM, Baras AS. Deep learning reveals 

predictive sequence concepts within immune repertoires to immunotherapy. Science Advances. 

2022;8(37):eabq5089.

2021
Sidhom JW, Larman HB, Pardoll DM, Baras AS. DeepTCR is a deep learning framework for revealing sequence 

concepts within T-cell repertoires. Nature Communications. 2021;12(1):1605.
Sidhom JW, Siddarthan IJ, Lai BS, Luo A, Hambley BC, Bynum J, Duffield AS, Streiff MB, Moliterno AR, Imus PH, 

Gocke CB, Gondek LP, DeZern AE, Baras AS, Kickler TS, Levis MJ, Shenderov E. Deep learning for diagnosis of 

acute promyelocytic leukemia via recognition of genomically imprinted morphologic features. npj Precision 

Oncology. 2021;5(1):38.
Sidhom JW, Baras AS. Deep learning identifies antigenic determinants of severe SARS-CoV-2 infection within T-cell 

repertoires. Scientific Reports. 2021;11(1):14275.
Cheung LS, Chen L, Oke TF, Schaffer TB, Boudadi K, Ngo JT, Gross JM, Kemberling H, Dias LA, Lipson E, Sidhom 

JW, Taube J, Anders R, Pardoll DM, Le DT, Meyer CF, Llosa N. Anti–PD-1 elicits regression of undifferentiated 

pleomorphic sarcomas with UV-mutation signatures. Journal for ImmunoTherapy of Cancer. 2021.

2020
Anagnostou V, Bruhm DC, Niknafs N, White JR, Shao XM, Sidhom JW, Stein J, Tsai H, Wang H, Belcaid Z, Murray J, 

Balan A, Ferreira L, Ross-Macdonald P, Wind-Rotolo M, Baras AS, Taube J, Karchin R, Scharpf RB, Grasso C, Ribas 

A, Pardoll DM, Topalian SL, Velculescu VE. Integrative tumor and immune cell multi-omic analyses predict 

response to immune checkpoint blockade in melanoma. Cell Reports Medicine. 2020;1(8).
Theodros D, Murter BM, Sidhom JW, Nirschl TR, Clark DJ, Chen L, Tam A, Blosser RL, Schwen ZR, Johnson MH, 

Pierorazio PM, Zhang H, Ganguly S, Pardoll DM, Zarif JC. High-Dimensional Cytometry (ExCYT) and Mass 

Spectrometry of myeloid infiltrate in clinically localized clear cell Renal Cell Carcinoma identifies novel potential 

myeloid targets for immunotherapy. Molecular & Cellular Proteomics. 2020.
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Song N, Sengupta S, Khoruzhenko S, Welsh RA, Kim A, Kumar MR, Sonder SU, Sidhom JW, Zhang H, Chunfa J, 

Siliciano RF, Sadegh-Nasseri S. Multiple genetic programs contribute to CD4 T cell memory differentiation and 

longevity by maintaining T cell quiescence. Cellular Immunology. 2020.

2019
Zhang J, Ji Z, Caushi JX, El Asmar M, Anagnostou V, Cottrell TR, Chan HY, Suri P, Guo H, Merghoub T, Chaft JE, 

Reuss JE, Tam AJ, Blosser RL, Abu-Akeel M, Sidhom JW, Zhao N, Ha JS, Jones DR, Marrone KA, Naidoo J, 

Gabrielson E, Taube JM, Velculescu VE, Brahmer JR, Housseau F, Hellmann MD, Forde PM, Pardoll DM, Ji H, 

Smith KN. Compartmental analysis of T cell clonal dynamics as a function of pathologic response to neoadjuvant 

PD-1 blockade in resectable non-small cell lung cancer. Clinical Cancer Research. 2019.
Smith KN, Llosa JN, Cottrell TR, Siegel N, Fan H, Suri P, Chan HY, Guo H, Oke T, Awan AH, Verde F, Danilova L, 

Anagnostou V, Tam AJ, Luber BS, Bartlett BR, Aulakh LK, Sidhom JW, Zhu Q, Sears CL, Cope L, Sharfman WH, 

Thompson ED, Riemer J, Marrone KA, Naidoo J, Velculescu VE, Forde PM, Vogelstein B, Kinzler KW, 

Papadopoulos N, Durham JN, Wang H, Le DT, Justesen S, Taube JM, Diaz LA, Brahmer JR, Pardoll DM, Anders 

RA, Housseau F. Persistent mutant oncogene-specific T cells in two patients benefitting from anti–PD-1. Journal 

for ImmunoTherapy of Cancer. 2019.
Sidhom JW, Theodros D, Murter B, Zarif JC, Ganguly S, Pardoll DM, Baras A. ExCYT: A Graphical User Interface for 

Streamlining Analysis of High-Dimensional Cytometry Data. Journal of Visualized Experiments (JoVE). 2019.
Ma HS, Poudel B, Roussos Torres ET, Sidhom JW, Robinson TM, Christmas BJ, Scott BA, Cruz KA, Woolman S, Wall 

VZ, Armstrong TD, Jaffee EM. A CD40 agonist and PD-1 antagonist antibody reprogram the microenvironment of 

non-immunogenic tumors to allow T cell–mediated anticancer activity. Cancer Immunology Research. 2019.

2018
Danilova L, Anagnostou V, Caushi JX, Sidhom JW, Guo H, Chan HY, Suri P, Tam AJ, Zhang J, El Asmar M, Marrone 

KA, Naidoo J, Brahmer JR, Forde PM, Baras AS, Cope L, Velculescu VE, Pardoll D, Housseau F, Smith KN. The 

mutation-associated neoantigen functional expansion of specific T cells (MANAFEST) assay: a sensitive platform 

for monitoring antitumor immunity. Cancer Immunology Research. 2018;6(8):888–899.
Forde PM, Chaft JE, Smith KN, Anagnostou V, Cottrell TR, Hellmann MD, Zahurak M, Yang SC, Jones DR, Broderick S, 

Battafarano RJ, Velez MJ, Rekhtman N, Olah Z, Naidoo J, Marrone KA, Verde F, Guo H, Zhang J, Caushi JX, Chan 

HY, Sidhom JW, Scharpf RB, White J, Gabrielson E, Wang H, Rosner GL, Rusch V, Wolchok JD, Merghoub T, 

Taube JM, Velculescu VE, Topalian SL, Brahmer JR, Pardoll DM. Neoadjuvant PD-1 blockade in resectable lung 

cancer. New England Journal of Medicine. 2018;378(21):1976–1986.

2017
Sidhom JW, Bessell CA, Havel JJ, Kosmides A, Chan TA, Schneck JP. ImmunoMap: A novel bioinformatics tool for T-

cell repertoire analysis. Cancer Immunology Research. 2018;6(2):151–162.
Rudqvist NP, Pilones KA, Lhuillier C, Wennerberg E, Sidhom JW, Emerson RO, Robins HS, Schneck JP, Formenti SC, 

Demaria S. Radiotherapy and CTLA-4 blockade shape the TCR repertoire of tumor-infiltrating T cells. Cancer 

Immunology Research. 2018;6(2):139–150.
Riaz N, Havel JJ, Makarov V, Desrichard A, Urba WJ, Sims JS, Hodi FS, Martín-Algarra S, Mandal R, Sharfman WH, 

Bhatia S, Hwu WJ, Gajewski TF, Slingluff CL Jr, Chowell D, Kendall SM, Chang H, Shah R, Kuo F, Morris LGT, 

Sidhom JW, Schneck JP, Horak CE, Weinhold N, Chan TA. Tumor and microenvironment evolution during 

immunotherapy with nivolumab. Cell. 2017;171(4):934–949.
Kosmides AK, Sidhom JW, Fraser A, Bessell CA, Schneck JP. Dual-targeting nanoparticle stimulates the immune 

system to inhibit tumor growth. ACS Nano. 2017.

Preprints
Sidhom JW, Baras AS, Elemento O, Shah MA. A foundation model for the cancer genome. bioRxiv 2026.05.27.728319. 

2026. In review.
Sidhom JW, Pardoll DM, Baras AS. AI-MHC: an allele-integrated deep learning framework for improving Class I & 

Class II HLA-binding predictions. bioRxiv 318881. 2018.
Sidhom JW, Baras AS. Convolving pre-trained convolutional neural networks at various magnifications to extract 

diagnostic features for digital pathology. bioRxiv 333773. 2018. (ICIAR 2018 Challenge, 16/51 worldwide.)
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Invited & Oral Presentations

Learning the language of somatic mutations: A large language model approach to precision oncology. 2025
Keystone Symposia, AI in Molecular Biology. Santa Fe, NM.

Learning the language of somatic mutations: A large language model approach to precision oncology. 2025
Inaugural AACR Special Conference in Artificial Intelligence & Machine Learning. Montreal, Canada.

Learning the language of somatic mutations: A large language model approach to precision oncology. 2025
AACR Annual Meeting (Scholar-in-Training Award). Chicago, IL.

Deep learning reveals predictive sequence concepts within immune repertoires to immunotherapy. 2021
36th Annual Society for Immunotherapy of Cancer (Young Investigator Award). Washington, D.C.

DeepTCR: A Deep Learning Framework for Revealing Structural Concepts within TCR Repertoire. 2019
Johns Hopkins Annual MSTP Retreat. Cambridge, MD.

Deep Learning of the Immune Synapse. 2019
Microsoft Research & SU2C Convergence 2.0. Cambridge, MA.

DeepTCR: A Deep Learning Framework for Revealing Structural Concepts within TCR Repertoire. 2019
Cambridge Healthtech Institute’s 7th Immuno-Oncology Summit. Boston, MA.

DeepTCR: A Deep Learning Framework for Revealing Structural Concepts within TCR Repertoire. 2019
AACR Annual Meeting. Atlanta, GA.

Deep Learning of the Immune Synapse. 2018
33rd Annual Society for Immunotherapy of Cancer (Young Investigator Award). Fort Washington, MD.

Deep Learning of the Immune Synapse. 2018
Nature Conferences: Big Data and Cancer Precision Medicine. Boston, MA.

Machine Learning for TCR Analytics. 2017
AstraZeneca. Waltham, MA.

ImmunoMap: A Novel Bioinformatics Tool for Immune Repertoire Analysis. 2017
AACR Annual Meeting. Washington, D.C.

ImmunoMap: A Novel Bioinformatics Tool for Analysis of T Cell Receptor Repertoire Data in Model Systems 

and Clinical Settings.

2016

31st Annual Society for Immunotherapy of Cancer (Young Investigator Award). Fort Washington, MD.

Poster Presentations (selected)
Deep Learning for Distinguishing Morphological Features of Acute Promyelocytic Leukemia. 2020
62nd American Society of Hematology Annual Meeting & Exposition. Virtual.

Deep Learning of the Immune Synapse. 2018
33rd Annual Society for Immunotherapy of Cancer. Fort Washington, MD.

ImmunoMap: A Novel Bioinformatics Tool for Immune Repertoire Analysis. 2017
Keystone Symposia: Cancer Immunology and Immunotherapy, Taking a Place in Mainstream Oncology (C7). Whistler, 

BC.

ImmunoMap: A Novel Bioinformatics Tool for Immune Repertoire Analysis. 2017
AACR Annual Meeting. Washington, D.C.

ImmunoMap: A Novel Bioinformatics Tool for Analysis of T Cell Receptor Repertoire Data in Model Systems 

and Clinical Settings.

2016

31st Annual Society for Immunotherapy of Cancer. Fort Washington, MD.

Patents

Sidhom JW (co-inventors: Varady M, Dawood ST, Lu E). Cryotherapy device and method for the treatment of cervical 

precancerous lesions. U.S. Patent No. 9,717,546. Issued 2017.
Sidhom JW. Device and method for force management within a joint. U.S. Patent Application No. 12/329,494. Filed 

2010.

Professional Service

Peer reviewer. Bioinformatics; Briefings in Bioinformatics; Cell Reports; Communications Biology; Frontiers in 

Immunology; iScience; Journal for ImmunoTherapy of Cancer (JITC); Science Advances; Theranostics.

Memberships. American Society of Clinical Oncology (ASCO); American Association for Cancer Research 

(AACR).

— 5 —



Earlier Entrepreneurial Training

During undergraduate and master’s training I co-founded or led three translational device ventures: Magnetic 

Ventures (magnetic artificial-joint interface; U.S. Patent Application 12/329,494), OrthoPure (orthopedic wear-

debris filtration, with Dr. Jennifer Elisseeff, JHU TTEC), and CryoPop (low-cost cryotherapy for cervical pre-

cancer in LMICs; U.S. Patent 9,717,546). CryoPop completed a first-in-human trial at the University of the 

Philippines, Manila (NCT02367625) and is enrolling a second trial at Jawaharlal Nehru Medical College 

(NCT04154644); it is commercially available through Pregna International Ltd.

Open-Source Software

Developer and maintainer of open-source computational tools distributed via github.com/sidhomj:

• DeepTCR: deep learning framework for modeling T-cell receptor repertoires (Nature Communications, 

2021).
• DeepAPL: deep learning classifier for acute promyelocytic leukemia from peripheral-blood-smear 

morphology (npj Precision Oncology, 2021).
• ExCYT: MATLAB GUI for high-dimensional cytometry analysis (JoVE, 2019).
• ImmunoMap: sequence-similarity-based tool for TCR repertoire topology analysis (Cancer Immunology 

Research, 2018).

Selected Media Coverage

• Oncology Times, “ChatGPT for the Cancer Genome: Teaching AI to Read Cancer.” November 2025. (Feature on 

the foundation model and KRAS-inhibitor resistance in colon, lung, and pancreatic cancers.)
• AACR Blog, Eye on AI, “Applying Artificial Intelligence to Drive Cancer Research, Part 1.” August 2025. (AACR 

feature on the cancer-genome foundation model.)
• The ASCO Post, “LLM Trained on Somatic Mutations Shows Prognostic and Predictive Utility.” July 2025. 

(Coverage of AACR AI/ML Special Conference presentation.)
• Weill Cornell Department of Medicine, “Annual Weill Department of Medicine Awards Recognize Exceptional 

Achievements.” 2025. (First-place winner, Nachman Young Fellows Award.)
• Johns Hopkins Medicine News, “Machine Learning Can Help Predict Patient Response to Cancer 

Immunotherapy.” November 2022. (Coverage of Science Advances DeepTCR paper.)
• Johns Hopkins Magazine, The Hub, “Machine learning can help predict patient response to cancer 

immunotherapy.” November 2022.
• Johns Hopkins Medicine News, “Software Package Enables Deeper Understanding of Cancer Immune 

Responses.” April 2021. (Coverage of Nature Communications DeepTCR release.)

Technical Skills

Foundation models & deep learning. Multimodal transformer architectures with InfoNCE contrastive 

alignment for cancer-genome representation learning (foundation model for the cancer genome; bioRxiv 2026, in 

review). Self-supervised and supervised deep learning for T-cell receptor repertoire analysis (DeepTCR; Nature 

Communications, 2021; Science Advances, 2022). Attention-based multiple-instance learning for somatic 

mutations (Nature Biomedical Engineering, 2024). Deep learning on digital pathology (DeepAPL; npj Precision 

Oncology, 2021). Python, PyTorch, TensorFlow.

Computational genomics & biomarker development. Whole-exome and panel-based NGS analysis. Cross-

platform model transfer across TCGA WES, GENIE, and MSK-IMPACT targeted panels. Variant pathogenicity 

prediction. Probabilistic calibration of panel-derived tumor mutational burden (Cancer Research 

Communications, 2023). Counterfactual Cox modeling for treatment-selection biomarker discovery. Integration 

of multi-omic data with clinical trial outcomes.

Immunogenomics. TCR-sequencing analytics (DeepTCR, ImmunoMap). HLA/peptide-binding prediction (AI-

MHC). High-dimensional cytometry analysis (ExCYT; JoVE, 2019). MANAFEST neoantigen-specific T-cell assay.
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https://github.com/sidhomj
https://journals.lww.com/oncology-times/fulltext/2025/11000/chatgpt_for_the_cancer_genome__teaching_ai_to_read.11.aspx
https://www.aacr.org/blog/2025/08/01/eye-on-ai-applying-artificial-intelligence-to-drive-cancer-research-part-1/
https://ascopost.com/news/july-2025/llm-trained-on-somatic-mutations-shows-prognostic-and-predictive-utility/
https://medicine.weill.cornell.edu/news/annual-weill-department-medicine-awards-recognize-exceptional-achievements
https://medicine.weill.cornell.edu/news/annual-weill-department-medicine-awards-recognize-exceptional-achievements
https://www.hopkinsmedicine.org/news/newsroom/news-releases/2022/11/machine-learning-can-help-predict-patient-response-to-cancer-immunotherapy
https://www.hopkinsmedicine.org/news/newsroom/news-releases/2022/11/machine-learning-can-help-predict-patient-response-to-cancer-immunotherapy
https://hub.jhu.edu/2022/11/17/machine-learning-algorithm-predicts-immunotherapy-success/
https://hub.jhu.edu/2022/11/17/machine-learning-algorithm-predicts-immunotherapy-success/
https://www.hopkinsmedicine.org/news/newsroom/news-releases/2021/04/software-package-enables-deeper-understanding-of-cancer-immune-responses
https://www.hopkinsmedicine.org/news/newsroom/news-releases/2021/04/software-package-enables-deeper-understanding-of-cancer-immune-responses


Personal

Competitive Olympic weightlifting (American Open Series qualifier, 2017); endurance athletics (multiple half-

marathons, Olympic-distance triathlon, Ironman 70.3, long-distance charity swims with Swim Across America); 

music production (piano, saxophone, guitar, vocals).
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